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MBNEEHIEE T —CENTHR, EBXLEN, EAEASIEMEFNEBRT, JUEES
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s Submission format opbons
= Basic requirements for submissionsg
= Fast facts about submitting data

Submission format options e

Deciding which method to use depends on the amount of data you have to submit, the format in which your data
currently exst and what applcabons you are familiar with, Regardiess of the deposit mathod you choose, your
final GEO records will ook the same and contam equevalent informaton.

Recommended method for most submissions. Submit
Quickly describe your study using Excel spreadsheet templates. '
Complate imstnictions - e

SOFT and MINIML formats

Good opbion if your data and metadata are already in a database, and you can generate Submit
and axport data in SOFT plain text format or MINIML XML format. -
Complate SOFT instruchons =

Complate MINIML instructions =

All deposit options descnbed above can be used for any data type. However, the majonty of GEQ submitters use
comman commercial arrays (Affymetrix, Agilent, [lumina or Nimblegen) each of which has unigue properties and file
types. 1t s recommaended that submitters who use the 4 common commarcial arrays see thesse recommendabions:

XILARILA T fE— T LEFERIEIESREL, = "Complete instructions” , ZERINTE:

‘Meatadata’ refers to descriptive nformation and protocols for the overall
Metadata axperment and ndvidual Samples. This infarmation s supphed by coamplatng all
spreadsheet  fields of the appropriate metadata spreadsheat template which can be
downloaded from the GSEGarchrve templates and examples saction below.

The matrix table 15 a8 spreadshest contaming the final, normalzed values that aré
comparable acrodas rows and Samples, and preferably processed as described m
Matrix talle any accompanying manuscript. It is possible to include additional data columns in
——— tha table, for example, Affymeatriz Detection calls and P-values, or background or
flag columng. Saa the Affymetnd templatae for an axample.

In addibion to the normalized data prowvided n the Matnix table, submitters ara
reguired to provida raw data, usually in the form of supplementary raw data filas,
This faciitates the unambiguous interpratanon of the data and patantial
varification of the conclusions as descrnbad i the MIAME gudalinas.

affymotrin submissions must nclude CEL fles. NMon-affymetric GEOarchivie
submissions shouwld include the orniginal software-geansrated scan gquantification
files, for example, GenePix GPR files, Next-ganarabtion saquence submissions muskt
include filag contaimng reads and quality scoras.

Raw data files

If your expariments are porformed usng a commercial array (e.g., Affymebrix
GanaChip) or other array already deposited in GEDQ, please use the F

PLATFORM tool ta find the GED accesaion number (GPLxoo]) for mclusion in the
‘migtform’ ceolumn in the SAMPLES gaction of the meatadata spreadsheaat. I your
array does not already exist n GEQ, please nclude a ALATFEORM section in your
matadata spreadshest and include Platform annotation columns n your matrix
tabla.

Tha Platformm data must include meaningful, trackabla, sequence idantifiers (a.g.
GaenBank/RelSaq accessions, locus tags, clone IDs, ohgo sequencaes, chramosomea
locatons, abc - sea the Platform content guidelines for full st). Refarances to in-
house databases or top BLAST hits aré not sufficieant. Platform submission @ not
necassary for SAGE or naxt-ganaration saquancae submissions.

Platfarm

MT EERFENXHRE, BMrRaEEEFEER.
VIR LE8IE, BREREDRRIRE, Fad:
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HCBYI = GEQ = Info = Submiting data Uzer: gaanfin | My submssions | Logoul

Submitting data

GEQ accepts many categories of high-threughput functional genomic data, Including all array-based applications
and some high-throughput sequencing data. This page summarizes deposit options and formats.

We aim to make data deposit procedures as straightforward as possible and will provide as much assistance as
you require to get your data submitted to GEOQ. If you have problems or questions about the submission
procedures, just e-mail us at geofinchi. nim.nit.gov with a brief description of the type of data you are trying to
submit, and one of our curators will quickly get back to you.

s Datat
rray submissions
+ General

« Affyrretris
= Agilent

« Nimblegen
= [lumina

# RT-PCR submissions

= High-throughput sequence submissions - Bt i LA T &

* Traditional SAGE submissions

~ £y 850K array submissions/illumina;ChlP-seq MeDIP-seq
WGBS MC-seq High-throughput sequence submissions.

s Submission format options
& Basic reguiremants for submissions
m Fast facts about submitting data

BAILAAffymetrix human U133 plus2.04f1: = "affymetrix” f3:

Recommendations for Affymetrix submissions

This page contains deposit recommendations, instructions and templates spacific to Affymatrix
arrays. These recommendations simply describe what we believe is the easiest batch deposit
method for the majority of Affymetrix researchers, but keep in mind that Affymetrix data may be
submitted to GEO using any of the deposit options describad on the Submitting data page. If you
need additional guidance for your submission, please e-mail us with a brief description of the type
of data you are trying to submit, and one of our curators will quickly get back to you.

The GEOQarchive spreadsheet-based submission method is recornmended for Affymetrix deposits.
With this submission option, you provide the following components:

1. _Ap Excel metadats worksheet containing descriptive information and protocols for the
overall experiment and individual Samples (see templates below).

2. _CEL files = b Affymetric buman U133 phes 20 array ¢ 1SR o 10 SRRV » 111 BT »
3. Processed daty, vsually prol [ 28 =l =5 oh
software (e.g., Expression el AL
GTYPE/CNAT, GTGS, Tiling | (-8 RN X
software). These data may b CHp WNaE TS
examples in templates belo b reporTiF ML 1S R

your study. For instance, d
submission is related to a publication based on GC-RMA data. In this case, you should
submit the GC-RMA probe sat summary data instead of MAS5.0 CHP filas.

HIELFERNS, RTRIFSELECRFEESINNERE, WFAFFYER, RNEFEESENE—K
metadatazkflprocessedZk (BPJamatrixzk, EESERH) , RIEHIE (celt8XAINH) .
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Affymetrix GEOarchive templates and examples

The following Excel files illustrate the structure of different types of GEOarchive Affymetrix data
submissions. Each Excel file consists of several wmksh&ets. in:iudmg a metadata tumplat&, and

metadata and matrix table examplegsisestes * s ot
switch between worksheets. Guidelini
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(X %7
B EplatformE, FH(1aTLAEIZE] “GEOarchive” X IBRMNAEL, W

TE:
In addition to the normalized data provided in the Matrix table, submitters are
required to provide raw data, usually in the form of supplementary raw data
files. This facilitates the unambiguous interpretation of the data and potential
Raw data verification of the conclusions as described in the MIAME guidelines.
files Affymetrix submissions must include CEL files. Non-Affymetrix GEQarchive

| TS

submissions should include the original software-generated scan quantification
files, for example, GenePix GPR files. Next-generation sequence submissions

must include files containing reads and quality scores.

If your experiments are performed using a commercial array (e.g.,

GeneChip) or other array already deposited in GEQ, please use the FIND
PLATFORM tool to find the GED accession number (GPLxxxx) for inc usion in the
‘platform’ column in the SAMPLES section of the metadata spreadsheet. If your
array does not already exist in GEO, please include a PLATFORM section in your

table.

Affymetrix

meatadata spreadsheet and include Platform annotation columns in your matrix

The Platform data must include meaningful, trackable, sequence identifiers (e.g.
GenBank/RefSeq accessions, locus tags, clone IDs, olige sequences,
chromosome locations, etc - see the Platform content guidelines for full list).
References to in-house databases or top BLAST hits are not sufficient. Platform
submission is not necessary for SAGE or next-generation sequence submissions,
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Submission format options i

Deciding which method to use depands on the amount of data you have to submat, the format in which your data
currently mast and what applications you are familiar with. Regardless of the deposit method you choosa, your
final GEO records will look the same and contan eguivalent mformation,

GEOarchive

Recommended method for most submissions. Submit |
Quickly descrbe your study using Excel spreadsheat templates.

Compiete insknuc bons »

SOFT and MINIML formats

Good option if your data and metadata are already n a database, and you can generate Sulmit
and sxport data in SOFT plain text format or MINIML XML format, i
Complate S0FT instructions =

Complate MIMIML ingtructions =

&ll deposit options described abowve can be used for any data type. Howewver, the majonty of GEQO submitters use
commaon commerncial ammays (Affymetrix, Agilent, [lumina or Nimblegen)} each of which has unique properties and file
types. It is recommended that submitters who use the 4 common commercial arrays see these recommendabions:

B “submit”

Submit to GED
Usza this farm to:

= upload files for a new microarray. traditional SAGE, or RT-PCR submission, see mstructions
= upload revisions to existing or in-progress submissions

Do not use this form to upload next-generation sequence data. Instead see NGS deposit instructions

Eile to unlosad: —
AL . . HEMERE EeEmEr e m
Submission kind
L new
) ypdate or revision VIR EEMIEEIR "new” |, BIR CISPUER T—I0
When this submission should be released 1o the public
' Release immediately following curation RIS HRIEST— Rn | i05mE
| Releass on specified date B Eseatia s E s T —n,

Comment to GEQ staff joptional)

* If you are getiing timeout errors, please transfer your files using these FTP Instructions

; Submit

VEIRFRRCME, TSR, IR A,
i “submit’ 5, RIRSFEMRE, RELEAN, RFNHERR,
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NCET = GEO » Direct deposit

Direct deposit

Your file has been successfully uploaded.

EE—— §
GEQ Publications | FAGQ | MIAME, EmmiﬂEf}_]

Contactt gimnjin | My submissions m Logout m

The GED staff have been notified of vour submiszion and will contact you shortly about the processing of
your submiszion.

Please contact us st geo@ ncbi.nlm.nih.gov if you do not hear fram us within five business days, or if you
naed sssistance.

Upload Submission Summary

Hold wntil
Commant

File nama KOO, ip
User nama qlan jin
Usar ID qianjin
Filw format GECQarnchive

Submiszion kind new

You have asked to release your submission immediately upen spproval

TNLM | NIH | GEOQ Help | Disclaimaer | Accessibility |
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